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Abstract
© Published under licence by IOP Publishing Ltd. Antibiotics are medicines that are widely used
in livestock production not only for the prevention and treatment of infectious diseases, but also
for accelerating the growth of animals. The application of manure for fertilizing agricultural soils
leads to the entry into the soil ecosystem not only of the antibiotics themselves, but also the
resistance genes to them. In this study, 30 samples of arable soils were tested for the presence
of the tet(X) gene, which encodes bacterial resistance to antibiotics of the tetracycline group.
Using real-time PCR, it was found that 27 out of 30 soil samples contained tet(X). 52% of these
samples were heavily contaminated, 34% had a medium level of contamination and 14% were
slightly contaminated by the resistance gene tet(X).
http://dx.doi.org/10.1088/1755-1315/107/1/012054
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